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supplementary alignment ( 0 )

PCR or optical duplicate ( RD_FILTER == 2 )

891011

alignment fails quality checks ( RD_FILTER == 1 )

 not primary alignment ( 0 )

the last segment in the template ( is read2 )

the first segment in the template ( is read1 )

mate reversed

alignment reversed

mate unmapped

alignment unmapped

propper aligned
( RNAME == RNEXT )

is paired

stored in SEQ-table

stored in ALGIN-table
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RPOS PNEXT reversed mate_reversed

ref_len mate_ref_len read_id
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QUALITY READ_LEN READ_FILTER PRIM_ALIG_ID

STEP 1

base.qual.idx base.qual base.mate
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NAME SEQ_LEN

STEP 2

base.ref_lookup
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GLOBAL_REF_START REF_ORIENTATION REF_LEN

STEP 3

base.ref_idx base.ref_ofs base.ref_len

base.ref_lookup
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SEQ_SPOT_ID MAPQ READCIGAR
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